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* Combined pathogen infections
caused greater proteomic
alterations than single
infections.
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Single pathogen infections caused relatively minor effects on plant growth, whereas co-infections
significantly reduced plant growth and led to early plant death.
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* Several defense-related PR
proteins and peroxidases were
suppressed during co-
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Impact on Tubers Yield and Quality
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Multiple pathogen infections caused greater losses in tuber production and quality, with management strategies”
substantially higher levels of tuber infection than single pathogen treatments.
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defense signalling pathways.
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* This study aims to identify management strategies capable of reducing
Co-infections altered the expression of defense-related genes involved in SA, JA, and ethylene multiple pathogen infections while understanding their impacts on plant
signalling pathways, although stronger gene expression was generally observed during single defense responses.

pathogen infections.

UNIVERSITYof TASMANIA

UNIVERSITYof f5i&S

TASMANIA

Strategic partnership initiative
Tasmanian Institute of Agriculture

TIA < P
Sim P lot (07) frontiers apwicengrgoucTon

AUSTRALIA

TIA is a joint venture of the University of Tasmania
and the Tasmanian Government



